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Haematobia irritans is an economically importantobligate blood
feedingectoparasiteof caUle.Parasitismof cattlebyaneconomicleveI
of horntlies canresuItin reducedweightgainasa resultof decreased
feedefticiency.anddecreasedmilk production.In addition.diminished
leatherqualitycanresuItfrom intensehorntly feeding.The abundance
of genotypeswithinandamongpopulationsinvolvestwodifferent,but
relatedcomponents:demographicandgeneticstructure.Demographic
structurerefersto processesinfluencingthenumberanddistributionof
phenotypicalclassesof individuais.Thegeneticstructurewhichcanbe
describedasthegeneticvariationdistributionresultingfromtheaction
of factorssuchasmigration.selection,mutationandgeneticderive.In
this study. the randomly amplitied polymorphic ONA (RAPO)
techniquewasusedtoanalyzegeneticvariabilityofpopulationsofhorn
tly ti'omBrazil. Oominican Republic andColombia, to evaluatethe
genotypicsimilarityofthe poplllationsstudiedandalsotogeta RAPO
markerable to identiJ)'ingthe geographicalorigin of eachof those
populations.The hierarchicalgroup analysis shows that Colombia
populationwasmoredistantti'omtheothers.presentingzerosimilarity
with the others, while the closest populationswere Brazil and
Dominican Repllblic with 0.250 similarity.This value leadsto the
conclusion that Brazil and Dominican Republic populationsshare
approximately25% of nucleotidesequencescomplementaryto the
selectedprimers,which promotesthe genotypedistinctionamong
Brazilian,ColombiaandDominicanRepublicpopulationfromdifferent
geographicalorigins.The primeI'thatbestcharacterizedthedifferent
American'spopulationsof H. irritans wasOpH 19,onceit generateda
singlegenotypepatternfor eachoneof thepopulationsstudied,being
thebestmolecularweightmarkertodistinctthegeographicoriginofthe
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